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[ Abstract | Objective; To observe the clinical efficacy of xuesaitong ( XST) for coronary heart disease
unstable angina with blood stasis, and investigate its effects on expression levels of hsa-miR-199a-5p, hsa-miR-
146b-5p, KIR3DS1, HLA-DPB1, TP53SESN2, NCR1, and PRF1 in peripheral blood and to elucidate the
molecular mechanism of XST for the coronary heart disease with blood stasis. Method: The 80 patients with

coronary heart disease unstable angina grade [ -1 with blood stasis were enrolled and randomly divided into
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treatment group and control group (40 cases in each group). The patients in control group received routine western
medicine and placebo, while the patients in treatment group also received XST capsules on the basis of routine
western medicine therapy. The treatment duration was 4 weeks for both groups. The levels of total ischemic burden,
seattle quality score for angina pectoris, haemo-dynamics and blood lipid were observed before and after treatment
to evaluate the clinical of XST capsules for coronary heart disease unstable angina with blood stasis. Besides, hsa-
miR-199a-5p, hsa-miR-146b-5p, KIR3DS1, HLA-DPB1, TP53, SESN2, NCRI1, and PRF1 were validated by
Real-time PCR. Result: As compared with control group, total ischemic burden, whole blood viscosity, plasma
viscosity, red blood cell rigidity index, cholesterol ( TC), triglyceride ( TG ), and low density lipoprotein
cholesterol (LDL-C) were decreased in treatment group (P <0.05) after treatment; KIR3DS1, TP53, SESN2,
PRF1 genes were up-regulated significantly while hsa-miR-199a-5p, hsa-miR-146b-5p levels were down-regulated
in treatment group (P <0.05). Conclusion: XST could ease the symptoms of patients with coronary heart disease

unstable angina with blood stasis and the underlying mechanism might be associated with hsa-miR-199a-5p and hsa-

miR-146b-5p.
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Table 1 Comparison of general data of both groups
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/15 /% /kg /mmHg /mmHg

X 21719 71.65 £4.32 70.32 +11.76 133.6 £12.9 76.9 +10.5
VRIF 17/23  70.68 £6.87 71.39 +10.25 132.8 +17.1 75.8 £11.7
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Table 2 Scale of blood stasis syndrome diagnosis
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Table 3 Comparison of total ischemic burden between two groups

(x+s,n=40)

gl S Ift E‘ iﬂL [T 7 1} /j ;\E{’Mﬁz .‘r‘dj :[][n:’é jf. ;m*
PR JRYTET 26.43 £8.06 4.26+1.02  61.12 £14.33
VBITIE 16.98 £3.64 2,23 +0.94  31.26 +12. 64"
YGIF JBYFET 25.78 £8.49  4.08£0.97  59.49 £12.21
Netide 12.16 +2.78 1.52+0.61  23.99 +10.07"%

T SRR AT 8D P <0.05; 5 % BALG Y A LY P <
0.05(F£4~TF).
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Table 4 Comparison of

T LB (2 +5,n =40)
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2.4 P4 microRNA KAHCHEEA L Bk
J& , hsa-miR-199a-5p F1 hsa-miR-146b-5p 7E X} I8 2H 1
IBIT LT IS LT T Y A [ I E #5; KIR3DS1, HLA-
DPB1,TP53,SESN2,NCR1 1 PRF1 £ %} 0 4H #0946 7
YT e WITHT A TR, SIRYTETILER VR T 4l

haemo-dynamics between two groups(x +s,n =40)

an WA S FE/mPa-s U (R CARH LA o1 491
ik i =37 JE/g L7 /mm-+h ™! PR AL EIEE /%
XFHR O JAYFRT 18.21+3.64  7.29 +2.01 1.93£0.32  3.67+0.58 17.96 £7.81  6.32+1.21  3.67 +0.89 48.26 =10.01
WBITRE 16.08 £2.45  6.53 £1.31"  1.7220.28" 3.54+0.21  11.69 +5.03" 5.44 +1.01 2.54 +0.68" 43.95+6. 14
YEYT JAYTRT 18.39%3.16  7.42+1.97 1.89+0.24  3.65+0.49 18.10+7.55 5.78+1.18  3.45+0.79 47.96+9.88
VAIFIE 12.98 £2.07% 5.89 +1.08"% 1.55+0.26"% 3.32+0.27  10.89 +4.88" 4.03+0.79"% 2.10+0.71" 41.62 +5.91
*5 WHEBHEMDBKFELEE(xxs,0n=40)
Table 5 Comparison of blood lipid between two groups(x +s,n =40) mmol-L ™'
20 5 isf ] TC TG HDL-C LDL-C
Xif 8 IR 5.12+1.36 2.81 £0.99 1.89 +0.23 3.29+1.22
BIT R 4.75 +1.21" 2.64 +0.72" 1.98 +0.21" 2.69 +1.08"
BT VBT I 5.03 +1.26 2.79 +0. 86 1.81 +0.26 3.31+1.08
RITIR 4.31 £1.19"» 2.34 +£0.67"% 2.04 +0.30" 2.16 +1.01"%

F6 MAREFRTHEEARELCKZBERITFNILR (x+5,n=40)
Table 6 Comparison of Seattle Angina Questionnaire between two

groups(x =s,n =40) i

4531 IRITHT WBIT G
it 1 46.63 £8.79 50.16 £5.29"
BT 47.01 +8. 47 52.36 +6.17"%

.14 .

5%} B2 TP53 2 [, hsa-miR-146b-5p ¥ T (P <
0.05), 597 07 kL%, 16 J7 44 KIR3DSI1, SESN2,
PRF1 "7, hsa-miR-199a-5p T (P <0.05) , X} BE4H
ERIEGI ¥ E L W7 50 A LRI H
KIR3DS1,TP53,SESN2, PRF1 |- , hsa-miR-199a-5p
hsa-miR-146b-5p (P <0.05), WLFE 7,



5523 %55 19 W FEXEAFFEHRE Vol. 23, No. 19
2017 4= 10 H Chinese Journal of Experimental Traditional Medical Formulae Oct. ,2017
®7 WHEE microRNA RAXEFEBENRIEELR (2 £5,0=40)
Table 7 Comparison of microRNA and relevant gene between two groups (x +s,n =40)
N - . hsa-miR- hsa-miR-
5 A KIR3DS1 HLA-DPB1 TP53 SESN2 NCR1 PRF1
199a-5p 146b-5p
TR GITRT 0.968 £0.21  0.998 £0.12 1.181 0. 21 1.266 +0.16  0.726 +0.12 0.281 +0.91  1.089 +0.28  0.292 +0.09
VRIT)E 1.016 £0.23 1.073 £0.17 1.306 £0.24" 1.289+0.18 0.741 £0.16 0.292+0.94  1.061 £0.26 0.198 +0. 12"
YBIT IBITHET 0.979 £0.25 1.069 £0.16 0.951 +0.07 1.053 £0.18 0.719+£0.16 0.295 +0.69  1.093 +0.28 2.831 £0.16

VRITE 1.213 £0.26"% 1.086 £0.27 1.695 £0.26"% 1.501 +1.01"% 0.785 £0. 17 2.831 £0.69"* 1.021 £0.21"% 0.289 +0.17"%
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B 28 A 30 3 56 © % microRNA 8 - R vk 5
5005 1L 958 3E A 56 (4 microRNA | 3 3o 5 1 B % Bd
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J& 1fil. hsa-miR-199a-5p, hsa-miR-146b-5p Az 8 AL [A

KIR3DS1, HLA-DPB1, TP53 , SESN2, NCR1, PRF1 3

KA . B SEIESE T ZE IR T N AR E RO S

ILFSE 7 %5, H Yk % hsa-miR-199a-5p H1 hsa-miR-

146b-5p AT LAAE Ay 500 i 1078 30E R 53 04 26 ) b i

180T 0280 56 Ak, [R) i B0 AR DN A 8 AR A R hsa-

miR-199a-5p il hsa-miR-146b-5p 1] DL T Fi4 J5 2 i

A4 BHE B, p53 15 58 A NK 20 A 5 60 40 i

BEPEAE HIGE B% , f% J5 , Real-time PCR 45 21 1 7 Ifil 28

i %f hsa-miR-199a-5p Fl hsa-miR-146b-5p Az H. &1 5t

W R KA — & R EEM. 2 5L, AR N

microRNA FI5 5 1 % J2= 17 28 15F O ) ¢ 1f 2 e A 1]

BL , LA microRNA Kz 356 D] 42 090 28 R U) A0,

v BE 2535 97 5 O AL A ) 0F 5 4 A SR
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